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Environmental analytical chemists are daily analyzing samples from their region and beyond and are producing LC-HRMS data. The information included in these data is massive and is never
taken fully advantage. Regardless of the effort and time spent to identify as many compounds as possible, there will always be many unknown-unannotated peaks. Mostly, these unknowns
exceed by far the successfully identified compounds. Data archiving is a concept in which all data is safely deposited in one or more servers and remain there to be used in the future. On
the other hand, retrospective suspect screening of environmentally relevant pollutants may be the key for revealing the identity of many unknown substances. In this study, we combined
data archiving and retrospective screening to a single web-based tool, named Digital Sample Screening Platform for environmental samples (DSFP; available at www.norman-data.eu;
username: CEST2017; password: CEST2017). Platform has integrated enhanced data processing and visualization capabilities (section “Results and Spatial distribution” and “Occurrence of
Antibiotics in Black Sea samples”). Moreover, the concept was applied by screening a list of 670 Antibiotics (available at http://www.norman-network.com/?q=node/236) on ‘digitally’
frozen samples from Black Sea. Occurrence results at 3 different matrices (biota, sediments and seawater) are summarized at section “Occurrence of Antibiotics in Black Sea samples”.
Presence of 8-Hydroxychinoline (toxic and bio accumulative substance), aminosalicylic acid and sulfamethoxazole in biota samples as well as chlorhexidine in the sediments may be of
concern. Continuous improvements of the features of the platform (i.e. screening of thousands of in-silico predicted TPs) as well as addition of modules that gives enhanced data processing
capabilities remains an important future goal.
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• A novel platform for hosting and post-processing of LC-HRMS was presented

• Platform enables a quick, effortless and effective search of hundreds of substances

• Platform was tested with data obtained from Joint Black Sea Surveys and allowed for straightforward retrospective screening of 670
antibiotics and common transformation products in 3 matrices (seawater, sediments, biota)

• 12 antibiotics were identified. 8-Hydroxychinoline, aminosalicylic acid and sulfamethoxazole were positively detected in biota
samples, while chlorhexidine and aminosalicylic acid were detected in the sediments at the seabed of Black sea.
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